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Tiivistelmä

Abstract
The scope of this study includes aspects of phage evolution and antagonistic/mutualistic coevolution between a phage and its host. As a basic study it may provide tools for developing phage resistant starters and offer regulatory elements and factors for biotechnological applications.
The LL-H anti-receptor was characterized by isolation of spontaneous LL-H host range mutants and subsequent sequencing of candidate genes. All LL-H host range mutants carried a single point mutation at the 3' end of a minor tail protein encoding gene g71. The genomic location of g71 is congruent with the other verified anti-receptor genes found in the λ supergroup. The C-terminus of Gp71 determines the adsorption specificity of phage LL-H similarly for the number of phages infecting Gram-positive and Gram-negative bacteria. A Gp71 homolog of phage JCL1032 showed 62% identity to LL-H Gp71 within the last 300 amino acids at the C-terminus.
Lactobacillus delbrueckii phage receptors were investigated by the purification of different cell surface structures. Certain Lb. delbrueckii phages from homology groups a and c including LL-H, LL-H host range mutants and JCL1032, were specifically inactivated by the LTAs. In structural analyses LTAs showed differences in the degree of α-glucosyl and ᴅ-alanyl substitution. α-glucose is necessary for LL-H adsorption. A high level of ᴅ-alanine esters in LTA backbones inhibited Lb. delbrueckii phage inactivation in general. Lysogenization of strain ATCC 15808 with the temperate phage JCL1032 revealed a rarely described coexistence of phage adsorption resistance and phage immunity, which could not be explained by lysogenic conversion. In this case the role of spontaneously induced JCL1032 may be significant.
The LL-H early gene region was localized between the dysfunctional lysogeny module and the terminase encoding genes. The function of five ORFs could be connected to phage DNA replication and/or homologous recombination. Transcription of LL-H genes could be divided into two, possibly three, phases in which large gene clusters were sequentially transcribed. The intensity of the late transcripts exceeded the intensity of the early transcripts by several times. Two candidate genes for transcription regulators were found. One of the two candidates is the first ORF in the LL-H early gene region.






Kokoelmat

	
Avoin saatavuus [31408]













Samankaltainen aineisto


Näytetään aineisto, joilla on samankaltaisia nimekkeitä, tekijöitä tai asiasanoja.

	











Biophysical properties of bifunctional phage-biosensor
                     
                



Juusti, Vilhelmiina; Kulpakko, Janne; Cudjoe, Elizabeth; Pimenoff, Ville N.; Hänninen, Pekka 

Viruses : 2 (Multidisciplinary Digital Publishing Institute, 20.01.2023)









	











Biofertilizers and biocontrol agents for agriculture : how to identify and develop new potent microbial strains and traits
                     
                



Pirttilä, Anna Maria; Tabas, Habibollah Mohammad Parast; Baruah, Namrata; Koskimäki, Janne J. 

Microorganisms : 4 (Multidisciplinary Digital Publishing Institute, 13.04.2021)









	











Genetic variation and evolution among industrially important <em>Lactobacillus</em> bacteriophages
                     
                



Riipinen, Katja-Anneli 

Acta Universitatis Ouluensis. A, Scientiae rerum naturalium : 589 (University of Oulu, 07.12.2011)



























oulurepo@oulu.fiOulun yliopiston kirjastoOuluCRISLaturiMuuntaja



SaavutettavuusselosteTietosuojailmoitusYlläpidon kirjautuminen






 







Selaa kokoelmaa


NimekkeetTekijätJulkaisuajatAsiasanatUusimmatSivukartta




Omat tiedot


Kirjaudu sisäänRekisteröidy




























oulurepo@oulu.fiOulun yliopiston kirjastoOuluCRISLaturiMuuntaja



SaavutettavuusselosteTietosuojailmoitusYlläpidon kirjautuminen






 




















































